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HCCTETJOBAHHE KOHCEHCYCHBIX AMIHOKHC. TOTHBIX
MOCTETOBATEIRHOCTEN MAPKEPHOI'O BETKA RBCL
PHTOILTAHKTOHHBIX OPT AHH3MNOEB
IO I'PYIIIIAM CAITPOEHOCTH

Ceepapyo AHTOHNN JIHac

CTyAEHT

Ppoaoea Troayvmia leoHDI0EHA

K.T.H.. JOIIEHT

DTAOV BO «Kazancemii ([IpHBOmECHIE)
themepaATLHELE VHHBEPCHTET

AgoTamma: B padoTe IpeIcTaBNeHEl  Pe3IVIETATEl  HCCTIETOBAHHA
AMMHOKHCIOTHELX IIOCISI0BATENEHOCTEH MapkepHoro femxa rbel. rEnpodHOHTOE ©
Lelkio [PHMEHEHHA E OIEHKE 3EOIOIHYSCKO0 COCTOAHHA BoZoemMoB. IloKazaHo
HATHYHEe  VHHEATEHEIX  VHAacTKOE B KOHCEHCYCHEIX — AMMHOKHCIOTHEIX
MOCASOOBATEMBHOCTAX  MapEepHOro ©Oenmka 1hel mo  3oHaM  campoOHOCTH
THAPOOHOHTOB OT X- (MHCTBIX) A0 p- (TPA3HELX).

K 1m9eERle ¢I0BA: KOHCEHCVCHEIE TIOCTIEeNOBATEIEHOCTH, MAPKEepPHEIH DeloK
rbecl., QHTOMIAHETOH, CApOGHOCTE.

A STUDY ON CONSENSUS AMINOG ACID SEQUENCES
OF PHYTOPLANKTON EBCL MARKER PROTEIN
BY SAPROBITY GROUPS

Sverdrup Antoniy Elias
Frolova Ludmila Leonidovna

Abstract: The paper presents the results of a study of amino acid sequences of
hydrobionts thel. marker protein with the aim of usage in ecological assessment of
freshwater reservorrs. The presence of umque sites was shown in consensus anmno
acid sequences of rbcl marker protemn by hydrobionts saprobity zones from x-

saprobic (pure) to p-saprobic (dirty).
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